Raw Sequence Listing Error Summary 



ERROR DETECTED SUGGESTED CORRECTION SERIAL NUMBER:. 

ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH ** ALPHA** HEADER WHICH WERE INSERTED BY PTO SOFTWARE 

* 

I Wrapped Nuclcics The number/lext at the end of each line "wrapped" down to the next line. This may occur if your file 

Wrapped Aminos was retrieved in a word processor after creating it. Please adjust your right margin to .3; this will 
prevent "wrapping." 
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Invalid Line Length The rules require that a line not exceed 72 characters in length. This includes white spaces. 

Misaligned Amino The numbering under each 5 ,h amino acid is misaligned. Do not use tab codes between numbers; 
Numbering 



use space characters, instead. 



_Non- ASCII The submitted Tile Was not saved in ASCll(DOS) text, as required by the Sequence Rules. Please 

ensure your subsequent submission Is saved in ASCII text. 

Variable Length Sequence(s) contain n's or Xaa's representing more than one i^siduc. Per Sequence Rules, 

each n or Xaa can only represent a single residue. Please present the maximum number of each 
residue having variable length and indicate in the <220>-<223> section that some may be missing 

Patentln 2.0 A "bug" in Patentln version 2.0 has caused the <220>-<223> section to be missing from amino acid 

"bug" scqucnces(s) . Normally, Patentln would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section to 
the subsequent amino acid sequence. This applies to the mandatory <220>-<223> sections for 
Artificial or Unknown sequences. 

Skipped Sequences Scquencc(s) missing. If intentional, please insert the following lines for each skipped sequence 

(OLD RULES) (2) INFORMATION FOR SEQ ID NOX. (insert SEQ ID NO where "X" is shown) 

(i) SEQUENCE CHARACTERISTICS. (Do not insert any subheadings under this heading) 

(xi) SEQUENCE DFSCR!PTION:SEQ ID NO X: (insert SEQ (0 NO where "X" is shown) 
This sequence is intentionally skipped 



Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to include the skipped sequences 



Skipped Sequences 
(NEW RULES) 



Sequcncc(s) 



missing. If intentional, please insert the following lines for each skipped sequence 



Use of n's or Xaa's 
"(NEW^ULES) 




Uscof<220> 



Patentln 2.0 
"bug" 



<210> sequence id number 
<400> sequence 4 id number 
000 

\ 

Use of n's and/or Xaa's have been detected in the Sequence Listing. 

Per 1.823 of Sequence Rules, use of <220>-<223> is MANDATORY if n's or Xaa's arc present. 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents 

Per L823 of Sequence Rules, the only valid <2Xi> rcsp^n^cjiiux: Unknown . A rtificial Sequence , or 
s cientific name (Genus/species ) <22Q>- <223> section is req uired wh en <2J_3>j^csponsc is Unknown or 
is Arti ficial Sequence "~ 

Scqucncc(s) missing (he <220> "Feature" and associated numeric identifiers and responses. 

Use of <220> to <223> is MANDATORY if <2I3> "Organism" responses "Artificial Sequence" or 

"Unknown." Please explain source of genetic material in <?20> to <223> section. 

(Sec "Federal Register," Orj/01/1998, Vol. 63. No. 104, pp. 2963J^2) (Sec. 1 .823 of Sequence Rules) 

Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted file, 
resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence 
listing). Instead, please use "File Manager" or any other manual means to copy file to floppy disk. 
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Misuse of n/Xaa "n" can only represent a single nucleotide ; "Xaa" can only represent a single amino acid 



AMC - Biotechnology Systems Branch - 09/09/2003 



RAW SEQUENCE LISTING 
ERROR REPORT 



The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: jX^> I ^ F ^7 S> <S 
Source: gggE^Z 
Date Processed by STIC: ^j^^j^Y 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION AND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, TELEPHONE: 571-272-2510; FAX: 571-273-0221 




TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION ^ PROGRAM ! ACCESSIBLE THROUGH THE US PATENT AND" 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://www.uspto.gov/web/offices/pac/checker/chkrnote.htm 



Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there is 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 

Any reply including a sequence listing in electronic form should NOT be sent to the 2023 1 zip code address for the 

United States Patent and Trademark Office, and instead should be sent via the following to the indicated addresses: 

1. EFS-Bio (<http://www.iispto.gov/ebc/efs/downloads/documents.htm> , EFS Submission 
User Manual - ePAVE) 

2. U.S. Postal Service: Commissioner, for Patents, P.O. Box 1450, Alexandria, VA 22313-1450 

3 Hand Carry, Federal Express, United Parcel Service, or other delivery service (EFFECTIVE 06/05/04): 

U.S. Patent and Trademark Office, 220 20 th Street S., Customer Window, Mail Stop Sequence, Crystal Plaza Two, Lobby, 
Room 1B03, Arlington, VA 22202 



Revised 05/17/04 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/848,755 



DATE: 05/25/2004 
TIME: 10:34:21 



Input Set : D:\9301196999.txt 

Output Set: N:\CRF4\05252004\J848755.raw 



3 <110> APPLICANT: Mao, Mao 

5 <12 0> TITLE OF INVENTION: HUMAN DIAPHANOUS 
7 <130> FILE REFERENCE: 9301-196-999 
C--> 9 <140> CURRENT APPLICATION NUMBER: US/10/848 
C--> 10 <141> CURRENT FILING DATE: 2004-05-18 

12 <150> PRIOR APPLICATION NUMBER: 60/471,842 

13 <151> PRIOR FILING DATE: 2003-05-11 
15 <160> NUMBER OF SEQ ID NOS : 275 

17 <170> SOFTWARE: Patent In version 3.2 CAM: 3 

19 <210> SEQ ID NO: 1 

20 <211> LENGTH: 4331 

21 <212> TYPE: DNA 

22 <213> ORGANISM: Homo sapiens 

24 <400> SEQUENCE: 1 

25 cgggagtaaa acctgttgtc gatccctcag cttccagctt 
2 7 cttctttccg gtccccggag ctgcggggaa agatggaacg 

2 9 acccggccca aggctcagcc gctgggactc cctacccttc 
31 gccgggaaag caagatgccg cgcaggaagg gcccccaaca 

3 3 ccgaggagcc tggggagaag cgccccaagt ttcatttaaa 
3 5 atatgctgga caaatttgcc agcataagaa ttccagggag 
3 7 ttcccaacct gaagactgca tttgcaagca gtgattgctc 

3 9 tggagaactt tccaaagcca ctgtcagaga atgaactctt 
41 tggaagatat gaatttaaat gaagataaaa aggcaccatt 
43 tcaaaaaaga aatggtgatg cagtacatta atactgcttc 
45 gaagccgaca gatctcacct caggaattca ttcatgagct 

4 7 agagacttgt cacatgcctg gagtctctcc gagtgtcttt 
4 9 gggtggaaag ctttggacat gaagggcttg gattattatt 
51 ttagtggaaa aatccaagaa aaagttgtaa agaaaaatca 
53 taaaagccct gatgaatacg cagtatggct tggaaagaat 
55 tttccttatt ggccaaagcc gtggatccca gacaccccaa 
57 aacttctctc tgcggtatgc attgtagggg aagaaagcat 
59 ctttaacttc agctggtgaa gaaaaaaaaa ttgacagatt 
61 tccggcacaa ttcagttcaa ctgcaagtag cttgtatgca 
63 catctcctga tgatttggat ttcaggcttc acatcagaaa 
65 tgaaagagat attgccaaat ttaaaatgca ttaagaatga 
67 aagtctttga tgagcataaa gaagaagatt tgtttgagtt 
6 9 ttagagctga acttgatgaa gcatatgatg tttacaacat 
71 aaactagagc agagggatat tttatttcta ttcttcagca 
73 attattttat aaggcaacaa tacttcaaat taattgatga 
75 tgcatagaga tggaatggat ccagacttca catatcgaaa 
77 cccagtttgt agacatttgc atagatcaag caaaactaga 
79 cagaacttta caagaaattt gaaaaagagt ttaccgacca 
81 tgcagaaaaa agaggcaaag attaatgagc ttcaagcaga 



3 GENE AND METHODS OF USE THEREFOR 



,755 



01891-999188 



Does Not Comply 
Corrected Diskette Needed j 



gcggcttgct 
gcaccagccg 
ctcagcctct 
ccctccgccg 
tattaggaca 
caagaaagag 
agcagcacct 
agaacttttt 
gcgggaaaag 
taagacagga 
gaaaatgggg 
gaccagcaat 
agacattttg 
acataaagtc 
tatgagtgag 
tatgatgaca 
ccttgaagaa 
tttttgtatt 
gctcatcaat 
tgaatttatg 
tggcctggat 
atcccatcgc 
ggtgtggagc 
tcttttgctg 
gtgtgtatcc 
aagactagat 
agagtttgaa 
ccaagaaact 
gctacaagct 



gagtggccac 
cggctgcacc 
ctccgcggct 
cccagtggcc 
ctgacggatg 
agacctccac 
ttagagatga 
gaaaaaatga 
gacttcagta 
agtcttaaga 
tctgcagatg 
cctgtgagtt 
gaaaaactga 
atacagtgtc 
gagaggagcc 
gatgtggtta 
gttttagaag 
gtggaaggcc 
gccctggtta 
cgttgtggat 
atccaactta 
cttgaagata 
acagttaaag 
attcgaaatg 
cagattgtat 
ttagatttaa 
gagaaagcat 
caggctgaat 
tttaagtctc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
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RAW SEQUENCE LISTING DATE: 05/25/2004 

PATENT APPLICATION: US/10/848 , 755 TIME: 10:34:21 

Input Set : D:\9301196999.txt 

Output Set: N:\CRF4\05252004\J848755.raw 



83 agtttggtgc cttgccagct gattgtaata ttcctttgcc tccctctaaa gaaggtggaa 1800 

87 ctggccactc agcacttcct cctccgcctc cactgccttc tggtggaggg gtgccgcctc 1860 

89 cacctcctcc cccaccacct cctccacttc caggaatgcg gatgccattc agtggtcctg 1920 

91 tgcctccacc acctcccctg ggattccttg gaggacaaaa ttctcctcct ctaccaatcc 1980 

93 tgccatttgg gttgaaacca aagaaagaat ttaaacctga aatcagcatg agaagattga 2040 

95 attggttaaa gatcagacct catgaaatga ctgaaaactg tttctggata aaagtaaatg 2100 

97 aaaataagta tgaaaacgtg gatttgcttt gtaaacttga gaatacattt tgttgccaac 2160 

99 aaaaagagag aagagaagag gaagatattg aagagaagaa atcgattaag aaaaaaatta 2220 

101 aagaacttaa gtttttagat tctaaaattg cccagaacct ttcaatcttc ctgagctctt 2280 

103 ttcgggtgcc atatgaggaa atcagaatga tgatattgga agtagatgaa acacggttgg 2340 

105 cagagtctat gattcagaac ttaataaagc atcttcctga tcaagagcaa ttaaattcat 2400 

107 tgtctcagtt caagagtgaa tatagcaact tatgtgaacc tgagcagttt gtggttgtga 2460 

109 tgagcaatgt gaagagacta cggccacggc tcagtgctat tctctttaag cttcagtttg 2520 

111 aagagcaggt gaacaacatc aaacctgaca tcatggctgt cagtactgcc tgcgaagaga 2580 

113 taaagaagag caaaagcttt agcaagttgc tggaacttgt attgctaatg ggaaactaca 2 640 

115 tgaatgctgg ctcccggaat gctcaaacct tcggatttaa ccttagctct ctctgtaaac 2700 

117 taaaggacac aaaatcagca gatcagaaaa caacgctact tcatttcctg gtagaaatat 2760 

119 gtgaagagaa gtaccctgat atactgaatt ttgtggatga tttggaacct ttagacaaag 2820 

121 ctagtaaagt ctctgtagaa acgctggaaa agaatttgag gcagatggga aggcagcttc 2 88 0 

123 aacagcttga gaaggaattg gaaacctttc cccctcctga ggacttgcat gacaagtttg 2940 

125 tgacaaagat gtccagattt gttatcagtg caaaagaaca atatgagaca ctttcgaagt 3000 

127 tacacgaaaa catggaaaag ttataccaga gtataatagg atactatgcc attgatgtga 3060 

12 9 agaaggtgtc tgtggaagac tttcttactg acctgaataa cttcagaacc acattcatgc 312 0 
131 aagcaataaa ggagaatatc aaaaaaagag aagcagagga aaaagaaaaa cgtgtcagaa 3180 
133 tagctaaaga attagcagag cgagaaagac tcgaacgcca acaaaagaaa aagcgtttat 3240 
135 tagaaatgaa gactgagggt gatgagacag gagtgatgga taatctgctg gaggccttgc 33 00 
137 agtccggggc tgccttccgc gacagaagaa aaaggacacc gatgccaaaa gatgttcggc 33 60 

13 9 agagtctcag tccaatgtct cagaggcctg ttctgaaagt ttgtaaccat gaaaatcaga 342 0 
141 aagtgcagtt aacagaaggg tcacgttcac actacaatat caattgcaac tcaacaagga 3480 
143 ctccagtcgc caaggagctt aattataatc tagacactca tacgtctact agggaggatc 3540 

14 5 aaggcagctg agaagaagga agcgtgtaat gtagaaagca acagaaaaaa ggaaacggaa 3600 
147 cttcttggct ctttttctaa aaatgaatca gttcccgaag ttgaagccct gctggcaaga 3660 
149 ttacgagctt tataagttaa actggttttt aaaaaaatga ttaagccaaa tataaagcca 3720 
151 tgctctaaac tatacccttg aaaaaattgc tttatgtaag tgacttatat agtttaaatt 3780 
153 atgatatata tagaaaaata aagctaaata tatgattgca atgcttttct atgtactgga 3840 
155 ggttttggtt attcaagatt gtaccggctt aatccttttt ttttttttgt ctcctggtat 3900 
157 tcctcagttc tttatttggt ggttaaatta tacatattgc tttagagagc aggtaggtgg 3 960 
159 ccatgtgttc agcagtgtgt ccttaagaaa ataccatctt tctaagccac tggaattttt 4020 
161 actttactat ttttaacatt aatggatgtc aggtcatcaa cctcaagtct ttacatatcc 4080 
163 atgtatattc catatatatt gtttatatag gcccaagttt ctccttaatt gggatctata 4140 
165 tactaccagc acaacatcaa aaacatgtaa ttgaatacat cagagctata tatgtaagga 42 00 
167 aatgactggt gaccccatta tcatcattgt tgaattcatg ttaagtagac cctctagggg 4260 
169 accataaggc aattgagcac ataacgaaaa atgatgcaat aagaatgtat gcactctctt 432 0 
171 tgccaaatgc a j 4331 

174 <210> SEQ ID NO: 2 

175 <211> LENGTH: 3459 

176 <212> TYPE: DNA 

177 <213> ORGANISM: Homo sapiens 
181 <400> SEQUENCE: 2 
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RAW SEQUENCE LISTING DATE: 05/25/2004 

PATENT APPLICATION: US/10/848 , 755 TIME: 10:34:21 

Input Set : D:\9301196999.txt 

Output Set: N:\CRF4\05252004\J848755.raw 

182 atggaacggc accagccgcg gctgcaccac ccggcccaag gctcagccgc tgggactccc 60 

184 tacccttcct cagcctctct ccgcggctgc cgggaaagca agatgccgcg caggaagggc 120 

186 ccccaacacc ctccgccgcc cagtggcccc gaggagcctg gggagaagcg ccccaagttt 180 

188 catttaaata ttaggacact gacggatgat atgctggaca aatttgccag cataagaatt 240 

190 ccagggagca agaaagagag acctccactt cccaacctga agactgcatt tgcaagcagt 300 

192 gattgctcag cagcaccttt agagatgatg gagaactttc caaagccact gtcagagaat 360 

194 gaactcttag aactttttga aaaaatgatg gaagatatga atttaaatga agataaaaag 42 0 

196 gcaccattgc gggaaaagga cttcagtatc aaaaaagaaa tggtgatgca gtacattaat 480 

198 actgcttcta agacaggaag tcttaagaga agccgacaga tctcacctca ggaattcatt 540 

200 catgagctga aaatggggtc tgcagatgag agacttgtca catgcctgga gtctctccga 600 

2 03 gtgtctttga ccagcaatcc tgtgagttgg gtggaaagct ttggacatga agggcttgga 660 

205 ttattattag acattttgga aaaactgatt agtggaaaaa tccaagaaaa agttgtaaag 720 

207 aaaaatcaac ataaagtcat acagtgtcta aaagccctga tgaatacgca gtatggcttg 780 

209 gaaagaatta tgagtgagga gaggagcctt tccttattgg ccaaagccgt ggatcccaga 840 

211 caccccaata tgatgacaga tgtggttaaa cttctctctg cggtatgcat tgtaggggaa 900 

213 gaaagcatcc ttgaagaagt tttagaagct ttaacttcag ctggtgaaga aaaaaaaatt 960 

215 gacagatttt tttgtattgt ggaaggcctc cggcacaatt cagttcaact gcaagtagct 102 0 

217 tgtatgcagc tcatcaatgc cctggttaca tctcctgatg atttggattt caggcttcac 1080 

219 atcagaaatg aatttatgcg ttgtggattg aaagagatat tgccaaattt aaaatgcatt 1140 

221 aagaatgatg gcctggatat ccaacttaaa gtctttgatg agcataaaga agaagatttg 1200 

224 tttgagttat cccatcgcct tgaagatatt agagctgaac ttgatgaagc atatgatgtt 1260 

226 tacaacatgg tgtggagcac agttaaagaa actagagcag agggatattt tatttctatt 1320 

228 cttcagcatc ttttgctgat tcgaaatgat . tattttataa ggcaacaata cttcaaatta 1380 

230 attgatgagt gtgtatccca gattgtattg catagagatg gaatggatcc agacttcaca 1440 

232 tatcgaaaaa gactagattt agatttaacc cagtttgtag acatttgcat agatcaagca 1500 

234 aaactagaag agtttgaaga gaaagcatca gaactttaca agaaatttga aaaagagttt 1560 

236 accgaccacc aagaaactca ggctgaattg cagaaaaaag aggcaaagat taatgagctt 1620 

238 caagcagagc tacaagcttt taagtctcag tttggtgcct tgccagctga ttgtaatatt 1680 

240 cctttgcctc cctctaaaga aggtggaact ggccactcag cacttcctcc tccgcctcca 1740 

242 ctgccttctg gtggaggggt gccgcctcca cctcctcccc caccacctcc tccacttcca 1800 

244 ggaatgcgga tgccattcag tggtcctgtg cctccaccac ctcccctggg attccttgga 1860 

246 ggacaaaatt ctcctcctct accaatcctg ccatttgggt tgaaaccaaa gaaagaattt 192 0 

248 aaacctgaaa tcagcatgag aagattgaat tggttaaaga tcagacctca tgaaatgact 1980 

250 gaaaactgtt tctggataaa agtaaatgaa aataagtatg aaaacgtgga tttgctttgt 2040 

252 aaacttgaga atacattttg ttgccaacaa aaagagagaa gagaagagga agatattgaa 2100 

254 gagaagaaat cgattaagaa aaaaattaaa gaacttaagt ttttagattc taaaattgcc 2160 

256 cagaaccttt caatcttcct gagctctttt cgggtgccat atgaggaaat cagaatgatg 222 0 

258 atattggaag tagatgaaac acggttggca gagtctatga ttcagaactt aataaagcat 2280 

260 cttcctgatc aagagcaatt aaattcattg tctcagttca agagtgaata tagcaactta 2340 

2 62 tgtgaacctg agcagtttgt ggttgtgatg agcaatgtga agagactacg gccacggctc 2400 

264 agtgctattc tctttaagct tcagtttgaa gagcaggtga acaacatcaa acctgacatc 2460 

266 atggctgtca gtactgcctg cgaagagata aagaagagca aaagctttag caagttgctg 252 0 

268 gaacttgtat tgctaatggg aaactacatg aatgctggct cccggaatgc tcaaaccttc 2580 

270 ggatttaacc ttagctctct ctgtaaacta aaggacacaa aatcagcaga tcagaaaaca 2640 

272 acgctacttc atttcctggt agaaatatgt gaagagaagt accctgatat actgaatttt 2700 

274 gtggatgatt tggaaccttt agacaaagct agtaaagtct ctgtagaaac gctggaaaag 2760 

276 aatttgaggc agatgggaag gcagcttcaa cagcttgaga aggaattgga aacctttccc 2820 

278 cctcctgagg acttgcatga caagtttgtg acaaagatgt ccagatttgt tatcagtgca 2880 

2 80 aaagaacaat atgagacact ttcgaagtta cacgaaaaca tggaaaagtt ataccagagt 2 94 0 
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RAW SEQUENCE LISTING DATE: 05/2 5/2 004 

PATENT APPLICATION: US/10/848 , 755 TIME: 10:34:21 

Input Set : D:\9301196999.txt 
Output Set: N:\CRF4\05252004\J848755.raw 

282 ataataggat actatgccat tgatgtgaag aaggtgtctg tggaagactt tcttactgac 3000 
2 84 ctgaataact tcagaaccac attcatgcaa gcaataaagg agaatatcaa aaaaagagaa 3 060 
286 gcagaggaaa aagaaaaacg tgtcagaata gctaaagaat tagcagagcg agaaagactc 312 0 
288 gaacgccaac aaaagaaaaa gcgtttatta gaaatgaaga ctgagggtga tgagacagga 3180 
2 90 gtgatggata atctgctgga ggccttgcag tccggggctg ccttccgcga cagaagaaaa 3240 
292 aggacaccga tgccaaaaga tgttcggcag agtctcagtc caatgtctca gaggcctgtt 3300 
294 ctgaaagttt gtaaccatga aaatcagaaa gtgcagttaa cagaagggtc acgttcacac 3360 
296 tacaatatca attgcaactc aacaaggact ccagtcgcca aggagcttaa ttataatcta 3420 
298 gacactcata cgtctactag ggaggatcaa ggcagctga 3459 

301 <210> SEQ ID NO: 3 «V \p ^ 

302 <211> LENGTH: 1152 - 1 ^ ~ A V " " 

303 <212> TYPE: PRT 

304 <213> ORGANISM Add CDS 
306 <400> SEQUENCE -^9- 

308 Met Glu Arg His Gin Pro Arg Leu His His Pro Ala Gin Gly Ser Ala 

309 1 5 10 15 

312 Ala Gly Thr Pro Tyr Pro Ser Ser Ala Ser Leu Arg Gly Cys Arg Glu 

313 20 25 30 




316 Ser Lys Met Pro Arg Arg Lys Gly Pro Gin His Pro Pro Pro Pro Ser u^w' 1 ^1L^ 



317 35 40 45 

320 Gly Pro Glu Glu Pro Gly Glu Lys Arg Pro Lys Phe His Leu Asn lie 

321 50 55 60 

324 Arg Thr Leu Thr Asp Asp Met Leu Asp Lys Phe Ala Ser lie Arg lie 

325 65 70 75 80 

328 Pro' Gly Ser Lys Lys Glu Arg Pro Pro Leu Pro Asn Leu Lys- Thr Ala 

329 85 90 95 

332 Phe Ala Ser Ser Asp Cys Ser Ala Ala Pro Leu Glu Met Met Glu Asn 

333 100 105 110 

33 6 Phe Pro Lys Pro Leu Ser Glu Asn Glu Leu Leu Glu Leu Phe Glu Lys 
337 115 120 125 

340 Met Met Glu Asp Met Asn Leu Asn Glu Asp Lys Lys Ala Pro Leu Arg 

341 130 135 140 

344 Glu Lys Asp Phe Ser lie Lys Lys Glu Met Val Met Gin Tyr lie Asn 

345 145 150 155 160 

348 Thr Ala Ser Lys Thr Gly Ser Leu Lys Arg Ser Arg Gin lie Ser Pro 

349 165 170 175 

3 52 Gin Glu Phe lie His Glu Leu Lys Met Gly Ser Ala Asp Glu Arg Leu 
353 180 185 190 

356 Val Thr Cys Leu Glu Ser Leu Arg Val Ser Leu Thr Ser Asn Pro Val 

357 195 200 205 

360 Ser Trp Val Glu Ser Phe Gly His Glu Gly Leu Gly Leu Leu Leu Asp 

361 210 215 220 

364 lie Leu Glu Lys Leu He Ser Gly Lys He Gin Glu Lys Val Val Lys 

365 225 230 235 240 
3 68 Lys Asn Gin His Lys Val He Gin Cys Leu Lys Ala Leu Met Asn Thr 
369 245 250 255 

3 72 Gin Tyr Gly Leu Glu Arg He Met Ser Glu Glu Arg Ser Leu Ser Leu 

373 260 265 270 

376 Leu Ala Lys Ala Val Asp Pro Arg His Pro Asn Met Met Thr Asp Val 
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RAW SEQUENCE LISTING DATE: 05/25/2004 

PATENT APPLICATION: US/10/848 , 755 TIME: 10:34:21 



Input Set : D:\9301196999.txt 

Output Set: N:\CRF4\05252004\J848755.raw 
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RAW SEQUENCE LISTING ERROR SUMMARY 

PATENT APPLICATION: US/10/848 , 755 



DATE: 05/25/2004 
TIME: 10:34:22 



Input Set : D:\9301196999.txt 

Output Set: N:\CRF4\05252004\J848755.raw 



Please Note; 

Use of n and/or Xaa have been detected in the Sequence Listing* Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:118; N Pos . 1246,1256 

Seq#:130; N Pos . 4,36,50,56,60 

Seq#:171; N Pos. 2741 

Seq#:178; N Pos. 13 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/848,755 



DATE: 05/25/2004 
TIME: 10:34:22 



Input Set : D:\9301196999.txt 

Output Set: N:\CRF4\05252004\J848755.raw 



L:9 M:270 C: Current Application Number differs, Replaced Application Number 
L:10 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:7666 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:118 after pos.:1200 
L:8653 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:130 after pos . : 0 
L:13161 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:171 after pos.:2700 
L:13680 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:178 after pos . : 0 
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